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Brown, L.R., Braun, W., Anil-Kumar and Wiithrich, K. (1982) Biophys. J. 37, 319-328.
High resolution nuclear magnetic resonance studies of the conformation and orientation of melittin
bound to a lipid—water interface.

Macura, S., Wiithrich, K. and Ernst, R.R. (1982) J. Magn. Reson. 46, 269-282.
Separation and suppression of coherent transfer effects in two-dimensional NOE and chemical
exchange spectroscopy.

Wiithrich, K., Wider, G., Wagner, G. and Braun, W. (1982) J. Mol. Biol. 155, 311-319.
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Fiaux, J., Cakar, Z.P., Sonderegger, M., Wiithrich, K., Szyperski, T. and Sauer, U. (2003) FEukaryotic
Cell 2, 170-180.
Metabolic-flux profiling of the yeasts Saccharomyces cerevisiae and Pichia stipitis.
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Etezady-Esfarjani, T., Peti, W. and Wiithrich, K. (2003) J. Biomol. NMR 25, 167-168.
NMR assignment of the conserved hypothetical protein TM1290 of Thermotoga maritima.

Zahn, R., Giintert, P., von Schroetter, C. and Wiithrich, K. (2003) J. Mol. Biol. 326, 225-234.
NMR structure of a variant human prion protein with two disulfide bridges.

Liihrs, T., Riek, R., Glintert, P. and Wiithrich, K. (2003) J. Mol. Biol. 326, 1549—-1557.
NMR structure of the human doppel protein.

Wiithrich, K. (2003) Angew.Chem. Int. Ed. 42, 3340—3363.
NMR studies of structure and function of biological macromolecules (Nobel Lecture).

Wiithrich, K. (2003) Angew.Chem. 115, 3462—3486.
NMR-Untersuchungen von Struktur und Funktion biologischer Makromolekiile (Nobel-
Vortrag).

Wiithrich, K. (2003) J. Biomol. NMR 27, 1-12.
Kurt Wiithrich: Biographical note.

Wiithrich, K. (2003) J. Biomol. NMR 27, 13-39.
NMR studies of structure and function of biological macromolecules (Nobel Lecture).

Wiithrich, K. (2003), in Les Prix Nobel 2002 (T. Frangsmyr and B. Lundeberg, eds.)
Almquist and Wiksell International, Stockholm, Sweden, pp. 219-234.
Kurt Wiithrich: Biographical note.

Wiithrich, K. (2003) in Les Prix Nobel 2002 (T. Frangsmyr and B. Lundeberg, eds.)
Almquist and Wiksell International, Stockholm, Sweden, pp. 235-267.
NMR studies of structure and function of biological macromolecules (Nobel Lecture).

Hochuli, M., Wiithrich, K. and Steinmann, B. (2003) NMR Biomed. 16, 224-236.
Two-dimensional NMR spectroscopy of urinary glycosaminoglycans from patients with different
mucopolysaccharidoses.

Hiller, S., Kohl, A., Fiorito, F., Herrmann, T., Wider, G., Tschopp, J., Griitter, M. and
Wiithrich, K. (2003) Structure 11, 1198—1205.
NMR structure of the apoptosis- and inflammation-related NALP1 pyrin domain.
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Dissection of heteronuclear NMR experiments for studies of magnetization transfer efficiencies.
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Stereospecific assignments of the isopropyl methyl groups of the membrane protein OmpX in
DHPC micelles.
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Fernandez, C. and Wiithrich, K. (2003) FEBS Lett. 555, 144—150.
NMR solution structure determination of membrane proteins reconstituted in detergent micelles.
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NMR studies of structure and function of biological macromolecules (Nobel Lecture).
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Transverse relaxation-optimized NMR spectroscopy with biomacromolecular structures in
solution.

Etezady-Esfarjani, T. and Wiithrich, K. (2004) J. Biomol. NMR 29, 99—-100.
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1211-1221.
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Nonrandom structure in the urea-unfolded Escherichia coli outer membrane protein X
(OmpX).

Hilty, C., Wider, G., Fernandez, C. and Wiithrich, K. (2004) Chem BioChem 5, 467—-473.
Membrane protein — lipid interactions in mixed micelles studied by NMR spectroscopy
with the use of paramagnetic reagents.
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NMR structure determination of the hypothetical protein TM1290 from Thermotoga maritima
using automated NOESY analysis.
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Prion protein interaction with the C-terminal SH3 domain of Grb2 studied using NMR and
optical spectroscopy.
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Amino acid sequence of the Felis catus prion protein.
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Biomol. NMR 31, 65.

Assignments for the Bombyx mori pheromone-binding protein fragment BmPBP (1-128) at pH
6.5.
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NMR assignment of the Xenopus laevis prion protein fragment xIPrP(98-226).
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FimD.
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maritima.
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Structural genomics of the severe acute respiratory syndrome coronavirus: nuclear magnetic
resonance structure of the protein nsP7.
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crotamine from Crotalus durissus terrificus.
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NMR structure of the conserved hypothetical protein TM0487 from Thermotoga maritima:
Implications for 216 homologous DUF59 proteins.
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Effective rotational correlation times of proteins from NMR relaxation interference.
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NMR-derived dynamic aspects of N-type inactivation of a Kv channel suggest a transient
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variant phosphopantetheinylation-site sequence.

Serrano, P., Almeida, M.S., Johnson, M.A. and Wiithrich, K. (2006) J. Biomol. NMR 36, 45.
NMR assignment of the protein nsp3a from SARS-CoV.

Almeida, M.S., Johnson, M.A. and Wiithrich, K. (2006) J. Biomol. NMR 36, 46.
NMR assignment of the SARS-CoV protein nspl.

Fiorito, F., Hiller, S., Wider, G. and Wiithrich, K. (2006) J. Biomol. NMR 35, 27-37.
Automated resonance assignment of proteins: 6D APSY-NMR.
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Solution structures of the putative anti-o-factor antagonist TM 1442 from Thermotoga maritima
in the free and phosphorylated states.
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Natl. Acad. Sci. USA 103, 15445-15450.
Proton—proton Overhauser NMR spectroscopy with polypeptide chains in large structures.
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NMR assignment of a human cancer-related nucleoside triphosphatase.
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Banci, L., Bertini, 1., Cantini, F., DellaMalva, N., Herrmann, T., Rosato, A. and Wiithrich, K.
(2006) J. Biol. Chem. 281, 29141-29147.

Solution structure and intermolecular interactions of the third metal-binding domain of ATP7A,
the Menkes disease protein.
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NMR structure and functional characterization of a human cancer-related nucleoside
triphosphatase.

Almeida, M.S., Johnson, M.A., Herrmann, T., Geralt, M. and Wiithrich, K. (2007) J.Virol. 81,
3151-3161.

Novel B-barrel fold in the nuclear magnetic resonance structure of the replicase nonstructural
protein 1 from the severe acute respiratory syndrome coronavirus.

. Gossert, A.D., Hiller, S., Fiorito, F. and Wiithrich K. (2007) J. Biomol. NMR 38, 195.

NMR assignment of the E. coli type 1 pilus protein FimF.

Johnson, M.A., Southworth, M.W., Perler, F.B. and Wiithrich K. (2007) Biomol. NMR Assign. 1,
19-21.
NMR assignment of a KIbA intein precursor from Methanococcus jannaschii.

Placzek, W.J., Etezady-Esfarjani, T., Herrmann, T., Pedrini, B., Peti, W., Alimenti, C., Luporini,
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Cold-adapted signal proteins: NMR structures of pheromones from the antarctic ciliate Euplotes
nobilii.

Johnson, M.A., Southworth, M.W., Herrmann, T., Brace, L., Perler, F.B. and Wiithrich, K.
(2007) Protein Sci. 16, 1316-1328.
NMR structure of a Klba intein precursor from Methanococcus jannaschii.

. Damberger, F.F., Ishida, Y., Leal, W.S. and Wiithrich, K. (2007) J. Mol. Biol. 373, 811-819.

Structural basis of ligand binding and release in insect pheromone-binding proteins: NMR
structure of Antheraea polyphemus PBP1 at pH 4.5.

Serrano, P., Johnson, M.A., Almeida, M.S., Horst, R., Herrmann, T., Joseph, J.S., Neuman,
B.W., Subramanian V., Saikatendu, K.S., Buchmeier, M.J., Stevens, R.C., Kuhn, P. and
Wiithrich, K. (2007) J.Virol. 81, 12049-12060.

Nuclear magnetic resonance structure of the N-terminal domain of nonstructural protein 3 from
the severe acute respiratory syndrome coronavirus.

Chatterjee, A., Johnson, M.A., Serrano, P., Pedrini, B. and Wiithrich, K. (2007) Biomol. NMR
Assign. 1, 191-194.
NMR assignment of the domain 513—-651 from the SARS-CoV nonstructural protein nsp3.
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Cell-free protein synthesis of perdeuterated proteins for NMR studies.

705. Hiller, S., Wasmer, C., Wider, G. and Wiithrich, K. (2007) J. Am. Chem. Soc. 129, 10823—
10828.
Sequence-specific resonance assignment of soluble nonglobular proteins by 7D APSY-NMR
spectroscopy.
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Prion strain discrimination using luminescent conjugated polymers.
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Folding trajectories of human dihydrofolate reductase inside the GroEL-GroES chaperonin
cavity and free in solution.
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NMR structure of the Escherichia coli type 1 pilus subunit FimF and its interactions with other
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Putative prion protein from Fugu (Takifugu rubripes).
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Microscale NMR screening of new detergents for membrane protein structural biology.
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Proteomics analysis unravels the functional repertoire of Coronavirus nonstructural protein 3.
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Automated sequence-specific protein NMR assignment using the memetic algorithm MATCH.
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Christen, B., Pérez, D.R., Hornemann, S. and Wiithrich, K. (2008) J. Mol. Biol. 383, 306-312.
NMR structure of the bank vole prion protein at 20 °C contains a structured loop of
residues 165-171.

Billeter, M., Wagner, G. and Wiithrich K. (2008) J. Biomol. NMR 42, 155-158.

Solution NMR structure determination of proteins revisited.
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3D ['H,'H]-NOESY.
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De novo generation of transmissible spongiform encephalopathy by mouse transgenesis.
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Molecular cold-adaptation: Comparative analysis of two homologous families of psychrophilic
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Johnson, M.A., Jaudzems, K. and Wiithrich, K. (2010) J. Mol. Biol. 402, 619—628.
NMR structure of the SARS-CoV nonstructural protein 7 in solution at pH 6.5.
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